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Patient Name: Hospital ID:
DOB: Referring Physician:
Date Collected: 2022/ / Specimen: Finger Touch Exosome DNA
Date Received: 2022/ / Patient ID:
Lab ID: ZX#
Specimen Type: Finger Touch Exosome DNA
| Indication:

Trisomy 21 #D21- #D21- #D21- #D21- #N21- # N21- #N21- # N21- Results
Epimarker 8586-1 8586-2 8586-3 8586-4 8586-a 8586-b 8586-c 8586-d

ZX# Positive | Negative | Positive | Positive | Positive Positive | Negative | Negative Eé\t/\rleg}i:(y
Trisomy 18 #D18- #D18- #D18- #D18- #N18- #N18- #N18- #N18- Results
Epimarker 6061-1 6061-2 6061-3 6061-4 6061-a 6061-b 6061-c 6061-d

ZX# Positive | Negative | Positive | Negative | Negative | Negative | Positive | Positive EL>étvrver£ie;I|¥
Trisomy 13 #D13- #D13- #D13- #D13- #N13- #N13- #N13- #N13- Results
Epimarker 5657-1 5657-2 5657-3 5657-4 5657-a 5657-b 5657-c 5657-d

ZX# Positive | Negative | Positive | Positive | Positive Positive | Positive | Positive EL>c<)tVrverFr;{eslli/

RESULTS;

EXTREMELY LOW RISK FOR TRISOMY 21 (DOWN SYNDROME) PREGNANCY.
EXTREMELY LOW RISK FOR TRISOMY 18 (EDWARD SYNDROME) PREGNANCY.
EXTREMELY LOW RISK FOR TRISOMY 13 (PATEAU SYNDROME) PREGNANCY.
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INTERPRETATION:
Within the limitation of this technology, this result significantly reduces the risk of
aneuploidy of chromosomes 13, 18 and 21 for the embryo.

RECOMMENDATION:
Since this test results do not exclude all other cytogenetic abnormalities, standard
cytogenetic analysis is recommended.

Comments:

There are other genetic abnormalities such as low frequency mosaicism and numerical
abnormality of other chromosomes which are not included by ##f#% PEMP Test. This result,
specific to Trisomy 13, 18 and 21, can only be considered as preliminary for prenatal genetic
screening. The sensitivity and specificity of the #&f# PEMP Test are 99% and 98%, respectively,
based on a study of 5000 cases. The negative predictive value of the #{ PEMP Test is 100%
according to the statistical analysis.

Sign: BING LING, MD Date: 2022/ /




